Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.069; wR factor = 0.174; data-to-parameter ratio = 13.9.
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Refinement
H atoms were positioned geometrically and refined using a riding model with U iso (H) = 1.2 times U eq for the associated atom (1.5 times for methyl groups with free rotation about the C-C bond). The perfluorocyclopentene ring is disordered with two components. Refinement of the disorder was performed using PART 1, PART 2 and FVAR in SHELX. The minor component was restrained using the SAME instruction in SHELX to give similar bond distances and angles as the major component. Related atoms and atoms in close proximity were refined with identical or similar displacement parameters using either EADP or SIMU instructions in SHELX. The chloroform site is also disordered and contains half of the molecules with two unique components close to a symmetry element. The geometry of the major component of disordered chloform was restrained and the second component was constrained to the same geometry. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details
